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Yersinia enterocolitica 22l Ik
- Pathogens : Safmonella spp.. E. coli (EHEC. ETEC. EPEC. EIEC). Shigella spp.. Vibiio parahaemolticus. Vibrio cholerae. Campylobacter spp..
Clostridium perfitngens, Staphyviococcus aureus, Bacillus cereus, Listeria monocytogenes, Yersinia enterocolifica




