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(ZEE % (saimonella spp.) (shigella spp) V. parahaemolyticus) (Pathogenic £.col) spp.) (S-aureus) (B.cereus) (Cperfringens) (L.monocytogenes) | (Y.enterocolitica)
234 18 17 1(5.9) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 1(5.9) 0(0.0) 0(0.0) 0(0.0) 0(0.0)
234 195 5 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0)
234 20F 13 3(23.1) 0(0.0) 0(0.0) 0(0.0) 2(15.4) 1(7.7) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0)
238 21F 1 109.1) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 0(0.0) 1(9.1) 0(0.0) 0(0.0) 0(0.0) 0(0.0)
2023HE FA* 258 56(21.7) 2(0.8) 0(0.0) 0(0.0) 6(2.3) 2(0.8) 12(4.7) 0(0.0) 34(13.2) 0(0.0) 0(0.0)
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A 15 13 9 15 51212 15/13 10 15 13 14 9 13 13 16 17 5 13 1
= Saureus 2 2 1 3 101 1 1
Shigellaspp.
mmm Salmonella spp. 1 1
Lmonocytogenes
Yenterocolitica
== Vibrio parahaemolyticus:
= Campylobacter spp. 1 1
Clperfringens 2 2 2 3 1822|113 3 1 4
= E ool 1 1 1 1 2
B.cereus
aEUT 3 5 2 6 1/10/2/2 43 4 2 5 1 0 0 1 1 0 3 1
——HUEEW 200 385 222 400 200 833|167 133|308/300 267 154 357 111 00 00 63 59 |00 231 91




